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Vegetable crops, and particularly tomatoes, are one of the most important cultivated crops in Southern Europe. Spain is the main tomato producer in Europe, in terms of both total production (> 30%) and volume of fresh fruit exportation. The tomato production areas are centered in the Southeast of the country, with the region of Valencia being one of the main producers (Soler et al. 2010) . Tomatoes are cultivated either in extensive greenhouses or in open fields, and several viral diseases cause important economic losses periodically (Soler et al. 2010 ). The frequent emergence or outbreaks of new viruses or of isolates of already known viruses reduces annual yield and quality of tomato production.
During the summer of 2015, virus-like symptoms consisting in epinasty, leaf distortion, foliar mottle, systemic crinkling, and fast necrosis were observed on 12
Solanum lycopersicum L. cv Moneymaker plants in a greenhouse near the city of Valencia (Fig. 1A and 1B) . A virus was suspected as causal agent and total RNA extracts (RNAt) enriched in double-stranded RNAs (dsRNAs), were obtained by a standard RNA extraction protocol followed by a CF-11 chromatography (Ruiz-Ruiz et al. 2006) . A dsRNA pattern, compatible with a viral infection induced by a positive single-stranded RNA virus (ssRNA), was observed in the extracts from symptomatic plants that was absent from the healthy ones (Fig. 1C) To further explore the genetic similarity of ToMMV Spain/VLC-1 strain with other tobamoviruses, the homologous sequences from the three ToMMV isolates available at Fig. 3B and 3C ). These results confirmed the reliability of the hybridization approach and, moreover, corroborated the presence of ToMMV in different hosts.
Finally, to fulfill Koch's postulates, we used sap extracts from the ToMMVinfected tomato source to inoculate new S. lycopersicum plants. Fifteen days later, the inoculated plants developed symptoms identical to those observed in the source plants.
To go further with the biological characterization of the Spain/VLC-1 isolate, the same type of extracts was used to inoculate several plant species. We showed that ToMMV is sap-transmissible to a wide range of natural and experimental hosts as Capsicum annuum L., N. benthamiana L., Nicotiana tabacum L., Arabidopsis thaliana L., and the local-lesion host Chenopodium quinoa Willd. The following specific symptoms were observed: systemic mottling and necrosis in tomato (Fig. 1A) , systemic crinkling and severe general chlorosis in N. benthamiana ( Fig. 4B and 4C ), fast yellowing and necrosis in pepper (Fig. 4D) , and necrotic local lesions in C. quinoa (Fig. 4A) . Several
A. thaliana ecotypes were tested and although infection was confirmed by RT-PCR in all plants sampled (Fig 3A, lanes 10 to 13) , symptoms were only observed in Akita-0 (severe shrinking and leaf distortion; Fig. 4G ) and Col-0 (some milder symptoms; Fig.   4E and 4F). This is the first description of ToMMV infecting and inducing symptoms in A. thaliana, a plant species extensively grown in research greenhouses as the prototypical experimental model system in plant biology.
The genus Tobamovirus is worldwide distributed and actually includes more than 30 members that infect several host species. Among them, TMV and ToMV are the most common viruses infecting solanaceous species of agronomic importance, causing important damages in infected plants. Both are very efficiently transmitted mechanically and by seeds, contributing to their fast spread (Lewandowski and Dawson 1998; Hadas et al. 2004) . ToMMV was first reported by Li et al. (2013) 
as a novel
Tobamovirus species infecting tomatoes from a greenhouse in Mexico, and it has been recently described in China (Li et al. 2014) , USA (Webster et al. 2014; Filmer et al. 2015; Padmanabhan et al. 2015) , Brasil (Moreira et al. 2003) , and Israel (Turina et al. 2016 ). Additionally, Pirovano et al. (2015) revealed its presence in an ancient variety of
Cicer arietinum L. in Italy by using a metagenomics approach. Here, we are reporting ToMMV infection in Spain. From its initial description, ToMMV has become a major concern for tomato industry, as it was ToMV. In fact, ToMV is greatly widespread 7 among tomato production areas, and often causes epidemics in tomato and pepper cultivars. In Valencia, ToMV and Potato virus Y (PVY) were described as the two most prevalent viruses in tomatoes (Soler et al. 2010) . Given the high amino acid sequence similarity between ToMV and ToMMV, it will not be surprising that many of the infections that are being diagnosed as ToMV using serological methods would actually be ToMMV, as was already suggested by Turina et al. (2016) . Therefore, the real incidence and epidemiology of this emerging virus needs to be undertaken. 
